Key indicators: single-crystal X-ray study; T = 295 K; mean (C-C) = 0.003 Å; disorder in main residue; R factor = 0.042; wR factor = 0.129; data-to-parameter ratio = 11.3.
The title compound, C 11 H 12 N 4 O 4 , was synthesized by the reaction of (2,4-dinitrophenyl)hydrazine with cyclopentanone. The cyclopentyl fragment is disordered over two sites with occupancies of 0.63 (1) and 0.37 (1). An intramolecular N-HÁ Á ÁO hydrogen bond helps to establish the conformation. Pairs of molecules are held together byinteractions between adjacent benzene rings [centroid-to-centroid distance 3.589 (2) Å ].
Related literature
For background literature on Schiff bases, see: Liang (2007) . For information on the properties of dinitrophenylhydrazones, see: Baughman et al. (2004) ; Zare et al. (2005) ; El-Seify & El-Dossoki (2006) ; Kim & Yoon (1998) . For bond-length data, see: Allen et al. (1987) ; Allen (2002 Table 1 Hydrogen-bond geometry (Å , ).
Data collection: SMART (Bruker, 2003) ; cell refinement: SAINT (Bruker, 2003); data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: SHELXTL (Sheldrick, 2008); software used to prepare material for publication: SHELXTL. Comment Schiff bases and their complexes are widely used in the fields of biology, catalysis etc. (Liang, 2007) . Especially, the dinitrophenylhydrazones exhibit good nonlinear optical (NLO) and crystalline properties (Baughman et al., 2004) . The benzophenone-2,4-dinitrophenylhydrazone derivatives are important because of their significant molecular nonlinearities and remarkable ability to crystallize in non-centrosymmetric crystal systems (Zare et al., 2005; El-Seify & El-Dossoki, 2006; Kim & Yoon, 1998) . In order to search for new dinitrophenylhydrazones, the title compound was synthesized and its crystal structure is reported here (Fig. 1 ). The obtained unrestrained bond lengths and angles are in good agreement with the expected values (Allen et al., 1987) in the non-disordered region. In the crystal structure ( Fig. 2) , the molecules are stabilized by N-H···O hydrogen bonds (Table 1) , C-H···N interactions (C6-H6···N4: 0.93, 2.39, 2.722 (3) Å and 101.1°) and by π-π electron interactions between the benzene rings. The distances between the centroids of the stacked benzene rings are 3.589 (2) Å though the molecules are situated in rather equidistant planes.
1-Cyclopentylidene

Experimental
The title compound was synthesized by the reaction of (2,4-dinitro-phenyl)-hydrazine (1 mmol, 198.1 mg) with cyclopentanone (1 mmol, 84.1 mg) in ethanol (30 ml) under reflux conditions (348 K) for 3 h. The solvent was removed and the solid product was recrystallized from tetrahydrofuran. Brown crystals that were suitable for X-ray diffraction study were grown in the course of three days. Yield, 227.2 mg, 86%; m. p. 318-320 K.
Analysis calculated for C 11 H 12 N 4 O 4 : C 50.00, H 4.58, N 21.20%; found: C 49.97, H 4.52, N 21.15%.
Refinement
All the H atoms except those attached to the disordered atoms C9, C9', C10 and C10' could have been distinguished in the difference electron density maps. During the refinement the H atoms were situated into idealized positions, constrained and refined as riding atoms. The constraints: C aryl -H = 0.93; C methylene -H 0.97 Å, N-H = 0.86 Å; U iso (H) = 1.2U eq (carrier atom). The disorder was treated with the following restraints: The distances C9-C10 and C9'-C10' were restrained to 1.485 (10) Å, the distances C8-C9, C8-C9', C10-C11 and C10'-C11 to 1.520 (10) Å and the distances C7-C8, C7-C11 to 1.503 (10) Å. The values of these distances were retrieved from the Cambridge Crystal Structure Database (version 5.29 plus updates to January 2008; Allen, 2002) for the structures that contained the fragment -NH-N ═cyclopentyl that is present in the title structure. The retrieved structures HULJON, KERWUA, NAQSAZ and RAKHUH are without disorder, errors and with the R-factor < 0.05. The displacement parameters of the atoms C9', C10', C9' and C10' were restrained by the command SIMU with the default parameters (0.04, 0.08, 1.7) of the refinement program SHELXL97 (Sheldrick, 2008) . 
